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Biomek 17 Hybrid NGS Workstation

Biome_k i7 Biomek Demonstrated DART
Hybrid Software Method Interface

Biomek i7

Automated Workstabion

GO

Automated Orbital Static Shaklng
Thermal Shaker Peltier Peltier
Cycler (Optional)

(Optional)

GO GO
Multichannel Automated Span-8 Labware
Wash Station Labware Active Wash Feeder
Positioners (Optional)

Enclosures
(Optional)

BACK HOME
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Biomek Software

Validates methods in real time.

o User friendly “point-and-click” interface allows users to quickly create
oowerful methods

¢« Biomek’s 3D simulator demonstrates exactly how the method will execute

* Enables integration with LIMS to import information and work orders and
export data

e Supports 21 CFR 11 compliance with features including access control,
electronic signatures and audit trails
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Biomek 17 Hybrid

Designhed to optimize dependability and walk-away time.

e Spacious, open-platform with « Configurable for specific applications

45 deck positions - Optional HEPA filter integration

e 4D integration capabillities

Multichannel head Span-8 pod “High-access”

« 60, 300 and 1200 « Equipped with rotating gripper
uL heads support conductive Liguid Level . .
selective tip pipetting Sensing (LLS) gpﬁgéﬁ;?aéeesskgo
for more flexible transfer . Allows sample volume J Y |
options: Individua tracking through Biomek ~ * /MOws for direct device
tip(s), column(s), row(s), software INtegrations
patterns  TWO grippers on a dual

arm Biomek i/
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BECKMAN

Automated Labware
Positioners (ALPS)

Workstation-integrated and interchangeable components that
perform specific tasks. ALPs make it possible to configure the
platform to accommodate a wide range of applications.

o Static labware positioners in 1x1, 1x3 and 1x5 configurations

w
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Orbital Shaker

This ALP provides mixing of samples and/or
reagents with user-definable and reliable agitation of plates

and general vortexing.

« Smooth and continuous motion, enabling homogenization without
splashing

e Timed orbital and pulse shaking

« Ramped acceleration/deceleration: shaking speed ranges from 100 rpm to
1800 rpm

¢ Space saving
 Easily integrated with Biomek 17 and i5 to increase experimental flexibility @
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Static Peltier

This ALP provides temperature control between
4-100°C In 0.1°C increments.

¢« 96 and 384 well plate adaptors available for efficient heat transfer
 Space saving

o Accessible by Biomek gripper
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Shaking Peltier

This ALP provides heating or cooling of labware
for a software-controlled set point between 4°C and 70°C.

e Shaking speed range from 100 to 1400 rpom

 Equipped with an automatic startup routine to avoid spillage of samples
¢« 96 and 384 well plate adaptors available for efficient heat transfer
 Space saving

w
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BECKMAN

Thermo Fisher

Automated Thermal Cycler
(ATC)

Optional integration on Biomek workstations to minimize
hands-on time by carrying out PCR on deck.

e Saves space on deck

o Easy-to-install software and stand-alone operation allows assay
optimization before integration

 Heated cover slides torward to cover the plate nest, enabling thermal
contact and minimizing evaporation
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BECKMAN

Multichannel Wash Station

This ALP provides a constant flow of liquid to
wash the interior and exterior of pipetting tips,
conserving tip usage.

e Available in 96 and 384 formats
 Enable user to define the number of wash cycles and volumes

 Can be configured for different liguids or for specific pipettors

N |

w
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Span-8 Active Wash

Station
This ALP washes fixed tips on the probes of a Span-8 Pod.

* Provides a flow of wash fluid from a source reservoir for tip washing

o A peristaltic pump circulates fluid through the 8-Channel Active Wash
ALP from a source reservolir to a waste reservoir

w
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BECKMAN

Labware Feeder

An under-deck storage device used to stack

plates or tips to be delivered to the work surface for access
by a Biomek gripper or a robotic arm. This increases walk-
away capacity to allow more plates to be processed in an
automated run.

e Comes In two sizes:
- Standard-capacity labware tfeeder holds ~50 lidded microplates
- High-capacity labware feeder holds ~-80 lidded microplates

e Used with a variety of plate and tip types
e Can be used to store labware after use @
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2 BIOMEK METHOD LAUNCHER

SELECT AMETHOD TO RUN Q

lllumina Cellular Genomics

| 1000 nrn
“"’ j& g 0101
1101 l
BECKIVIA‘V "§ g 0101 UUU
1 ' 2 1011
Co U LER L ’ fe S c, en Ces TruSeq PCR Free TruSeq Nano DNA TruSeq Small RNA Tru%eq ECR F:jee -
nchange
B Siomek Method Launch- X
= C Y  © osnsvenus:
MANUAL CONTROL

Instrument Control

Demonstrated Method
Interface

Provides ease of use and flexibility in three simple steps for
method execution.

ultichannel Pod Control

N

. BIOMEK METHOD LAUNCHER

SELECT A METHOD TO RUN

lllumina Cellular Genomics

1000
§> S
'§ g 0101
2 1011
TruSeq PCR Free TruSeq Nano DNA TruSeq Small RNA
B Somek

no DI
nnnnnnnnn

€« C | @ osnsvenus
MANUAL CONTROL
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1. Biomek Method 2. Method Options 3. Guided Labware
Launcher (BML) Selector (MOS) Setup (GLS) BACK
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2 BIOMEK METHOD LAUNCHER

SELECT AMETHOD TO RUN Q

Hlumina Cellular Genomics

’.‘,n. —) 1000 minin
0101
_Sk \ 1101 l
BECKIV'A‘V R 0101 il
1 ' £ 1011
COU”ER L ’fe sc’ en ces TruSeq PCR Free TruSeq Nano DNA TruSeq Small RNA TruSUeq ECR F:jee —
nchange
B Siomek Method Launch- X
“ C 0 @ osmsvenus:i884/ ek #rnanual
MANUAL CONTROL

Instrument Control

m
Home Instrurment Manual Cantrol Integrated Device
Dialog Manual Contro

ultichannel Pod Control

Biomek Method Launcher
(BML)

A secure interface for selecting methods without affecting
method integrity.

e Conduct system maintenance

 Enables remote monitoring

{2 BIOMEK METHOD LAUNCHER @l - B X B Siomek Method Lsunch: X

SELECT A METHOD TO RUN Q Q € - C OO osmsvenus: W ———— re
lllumina Cellular Genomics MANUAL CONTROL

Instrument Control
1000 rn
§> S
H” Qu 1]
2 1011

TruSeq PCR Free TruSeq Nano DNA TruSeq Small RNA TruSeq PCR Free --
Unchanged
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Method Options Selector

(MOS)

Life Sciences

eeeeeeeeeeeeeee

lllumina®TruSeq Nano DNA Library Preparatior

Optimized for Biomek iSeries

Automated by B

Method Options

Enter Number of Samples: |96 | 1-96 samples

Use On-Deck Thermocycler? [No v

Perform End Repair and Size Selection Procedure? ¢

Size Option: | 350bp inserts v

Perform Atailing, Adaptor Ligation, and Post Ligation Cleanup Procedure? ¢
Pause to Place Adaptor Labware on Deck?

Adaptor Transfer Option: | lllumina Index Tubes ¥

Adaptor Transfer Option: | Automatic Adaptor Transfer ¥

Perform PCR Setup and Post PCR Cleanup? ¢

B Abort

P> Start run

Enables selection of run-time options to maximize daily
scheduling and method execution flexibility.

eeeeeeeeeeeeeee

lIlumina®TruSeq Nano DNA Library Preparation

Optimized for Biomek iSeries

Method Options

Automated by Beckman Coulter, Inc

Enter Number of Samples: 96 1-86 samples
Use On-Deck Thermocycler? |[No v

Perform End Repair and Size Selection Procedure? ¢

Size Option: | 350bp inserts ¥

Pause to Place Adaptor Labware on Deck?
Adaptor Transfer Option: | lllumina Index Tubes ¥
Adaptor Transfer Option: Automatic Adaptor Transfer ¥

Perform PCR Setup and Post PCR Cleanup? ¥

P> Start run

Perform Atailing, Adaptor Ligation, and Post Ligation Cleanu

p Proce

dure? «

B Abort

& secoun
COULTER

Modular design with vendor approved
stop points allows user to run entire
method or specific sections

- Vary sample numlber per run
- Choose on- or off-deck thermal

cycling

Adapter transfer options

- Start on-deck or pause to add
- From tube or plates

- Custom assignments from a file

BACK

HOME
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Guided Labware Setup
(GLS)

Generates method setup instructions, including reagent
calculations, based on input from the Method Options Selector.

o Simplifies setup process reducing opportunity for errors

 Provides the user specific text and graphical setup instructions for labware
olacement

o Automatically calculates required reagent volumes

BACK

HOME
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Review our NGS Library Prep Solutions by WORKFLOW.

Whole Genome Sequencing

Target / Exome Capture

w
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Automation of entire workflows, from extraction to sequence-ready libraries, on-deck
normalization and pooling options.

Fragmentation Cleanup

End Repair A-tailing Ligate Cleanup Amplity

Adaptors and
Indices

 Modularity, ease of use and flexibility

Cleanup

 Optional advanced on-deck thermocycling to increase walk-away time

o ADIlty to customize adaptor assignments In

Biomek Software

e |nformation management

» [Faster processing with multichannel selective tip pipetting

 Advanced process control (e.g., temperature control, shaking)

 Reduce partic

e CO

Ntamination via optional enclosures ang

_|

- PA filters

e Demonstratec

Met

nod Interface provides ease of use and 1

exibility

e A portfolio of demonstrated methods available

)T I) ) ) ) 2 1)

Normalize
and Pool

&
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Modularity, Ease of Use
and Flexibility

Options of complete walk-away or logical Start and Stop points assighed based on
vendor recommendations, providing flexibility in scheduling.

@

ng Life Sciences

Beckman Coulter

New England Biolabs® NEBNext DNA Ultra Il Library Preparation
End Repair and A-tailing Optimized for Biomek iSeries Automated by Beckman Coulter, Inc

Method Options

Enter Number of Samples:| 96 1-96 samples

Use On-Deck Thermocycler? No

Adaptor Ligation and USER

Perform End Repair? ¢

Perform Adaptor Ligation? #

Select Adaptor Dilution Option: | All Wells Use Same Adaptor Dilution ¥

Perform Post Ligation SizeSelection/Cleanup? ¢ E na b I ed
Select Size Selection Option: All Samples 270bp final library size v M od I r-t

Perform PCR Setup and Post PCR Cleanup? #

Pause to Place Index Labware on Deck? | |

Index Transfer Option: | Automatic Index Transfer

PCR and POSt'PCR Cleanup Index Labware Option:| NEBNext Single Index Plate (with Universal Primer)
g - P» Startrun B Abort

@ NEB approved stop/start points ecgum‘rs'#“

New England Biolabs® NEBNext DNA Ultra |l
ibrary preparation kit workflow on Biomek i7 BACK HOME
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adaptor assignments in
Biomek Software

* File-driven custom adaptor assignment options

o Dataset-driven primer |ID capabilility logs which

A B C D E F G H I J K

1 |Sample SampleW: AdtDilFactor SizeOption IndexWel SelectPlatellD SelectPlate2ID AdaptorDilPlatelD IndexLabwarelD SinglelndexVol PCRPlatelD
2 |Samplel A1l 1 270bp A5 SizeSelectl SizeSelect2 AdaptorDilPlate IndexLabware 10 PCR
. . . 3 |Sample2 Bl 10 320bp BS SizeSelectl SizeSelect2 AdaptorDilPlate  IndexLabware 10 PCR
p rl | | I e r a S e e n a S S | g n e O W | C S a | | ' p e 4 |Sample3 C1 15 370bp C5 SizeSelectl SizeSelect2 AdaptorDilPlate  IndexLabware 10 PCR
5 |Sample4 D1 20 480bp D5 SizeSelectl SizeSelect2 AdaptorDilPlate  IndexLabware 10 PCR
6 Sample5 E1 25 600bp ES SizeSelectl SizeSelect2 AdaptorDilPlate  IndexLabware 10 PCR
7 |Sampleb F1 30 750bp F5 SizeSelectl SizeSelect2 AdaptorDilPlate  IndexLabware 10 PCR
8 Sample7 G1 40 Cleanup G5 SizeSelectl SizeSelect2 AdaptorDilPlate  IndexLabware 10 PCR
9 |Sample8 H1 50 270bp H5 SizeSelectl SizeSelect2 AdaptorDilPlate  IndexLabware 10 PCR
10 |Sample9 A2 1 320bp AB SizeSelectl SizeSelect2 AdaptorDilPlate IndexLabware 10 PCR
11 |Samplel0 B2 10 370bp B6 SizeSelectl SizeSelect2 AdaptorDilPlate  IndexLabware 10 PCR
12 |Samplell C2 15 480bp c6 SizeSelectl SizeSelect2 AdaptorDilPlate  IndexLabware 10 PCR
13 |Samplel2 D2 20 600bp D6 SizeSelectl SizeSelect2 AdaptorDilPlate IndexLabware 10 PCR
14 |Samplel3 E2 25 750bp E6 SizeSelectl SizeSelect2 AdaptorDilPlate  IndexLabware 10 PCR
15 |Sampleld4 F2 30 Cleanup F6 SizeSelectl SizeSelect2 AdaptorDilPlate  IndexLabware 10 PCR
16 |Samplel5 G2 40 270bp G6 SizeSelectl SizeSelect2 AdaptorDilPlate  IndexLabware 10 PCR
17 |Samplel6 H2 50 320bp HE SizeSelectl SizeSelect2 AdaptorDilPlate  IndexLabware 10 PCR
18 |Samplel7 A3 1 370bp A7 SizeSelectl SizeSelect2 AdaptorDilPlate  IndexLabware 10 PCR
19 |Samplel8 B3 10 480bp B7 SizeSelectl SizeSelect2 AdaptorDilPlate  IndexLabware 10 PCR
20 |Samplel9 C3 15 600bp c7 SizeSelectl SizeSelect2 AdaptorDilPlate  IndexLabware 10 PCR
21 |Sample20 D3 20 750bp D7 SizeSelectl SizeSelect2 AdaptorDilPlate IndexLabware 10 PCR
22 |sample2l E3 25 Cleanup E7 SizeSelectl SizeSelect2 AdaptorDilPlate  IndexLabware 10 PCR
23 |Sample22 F3 30 270bp F7 SizeSelectl SizeSelect2 AdaptorDilPlate  IndexLabware 10 PCR
24 |Sample23 G3 40 320bp G7 SizeSelectl SizeSelect2 AdaptorDilPlate IndexLabware 10 PCR
25 |Sample24 H3 50 370bp H7 SizeSelectl SizeSelect2 AdaptorDilPlate  IndexLabware 10 PCR

'DNA Indices (Single Index Primer Kits)

1 2 3 4 - R
A 1 5 9 13 18 22
B 2 ; 10 14 23
C 3 7 R s 25
D 4 8 12 16 21 27
PCR Plate
1 2 3 4 5 5 7 8 9 10 11 12
A 1 1 1 1
B 2 2 2 2
C 3 3 3 3
D 4 4 4 4
: 5 5 5 5
F 0 0 0 b
G 7 7 7 7
H 8 8 8 8

Select Index Tube Layout:

BACK

HOME



Sample ID | | Project ID PI

Transfer
Volume

Specié

ﬂ Tech n:

@

System ID

ng Life Sciences

Concentre

Barcode &

Volun

Liquid Method
Type B i - Version

Reagent
Lot

Time
Stamp

Data Acquisition
Report Tool (DART)

Information management software to track sample and plate data
across multiple methods on multiple instruments.

e Create reports in Excel or LIMS

¢ LIMS compatible

P lllumina® Nextera Rapid Capture Automated Method
ROCESS
Re-Array Method Tagmentation, PCR, Clean-up, & QC Method ' Quant., Norm., Pool, Hyb., & Capture Method \ Hyb., Capture, PCR, Clean-up, & QC Method . Norm. & Pool Method |
Genomic Array : Clean-up Quant., Norm., Hybridization Hybridization Clean-up Normalize &
DNA < Samples j| '2gmentation gy PCR " & &, i & Pool > & Capture Y& Capture i PCR * & QC ” Pool
i5/i7 Primers PCR Mix
and PCR Mix
L T N . » e
& N Tt —— & Nt
@/ //Xj N &N Y ~_/ ¢ N
e = P
DNA Fragmented Tagged Amplified DNA Captured Enriched Amplified Pooled
9 DNA DNA DNA Library DNA DNA Library DNA DNA
A AN
DATA BACK
b e,
ﬂ g?te;ir‘l?:; E‘;I%::;te ﬁ gqlcula'ge i5I and i7 ﬂ Iliibrgw Concentrations from ?oncen;(r:a;ttions
Array rimer Deployment eader rom q
User Input QC data Calculate
User Input Sample ; m f
ﬂ Name, Sample ID, @ Dataset-driven Pipetting @ _?g;:;::evﬁlaun;‘p;;and Rilbene ﬁ I;f_'r;sog";r:"gog"r_mes
£ Normalization
] N P N B & =] ]
ﬁur‘ 1p
3 RT 2.0 . g
DATA ACQUISITION AND REPORTING TOOL
LIMS . ' LIMS

HOME
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Faster Processing

The Biomek i-Series multichannel heads support selective tip
pipetting for more flexible transfer options.

—ull plates, individual tipds), column(s), row(s), custom patterns

Select Tip by Column Select Tip by Row Select Tip, 6 Columns

NS

BACK HOME
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Advanced Process Control

Advanced process control (e.g., temperature control, shaking).

Orbital Shaker Static Peltier Shaking Peltier

NS

BACK HOME
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Cgﬁcu-EK%AN Life Sciences

Biomek i-Series are offered with
or without enclosure.

-Nnclosure includes:

e Vertical lift door that does not
obstruct aisle-ways

 Top panel “dust cover” to protect

samp

INtroo

es from some particulates
uced by laboratory HVAC systems

o Standard side and back acrylic panels

for safety

« Designed for HEPA filter integration for

nositive, clean air flow over the work

surface to protect samples from some
viable and non-viable particulates

Designhed for HEPA filter integration

BACK HOME
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Demonstrated Methods

Our growing portfolio of Biomek-automated DNA sequencing
sample prep methods are demonstrated to generate quality data
using real-world samples, and includes a growing number of
lllumina®-qualified NGS methods.

DEMONSTRATED METHOD

4
3
K
T
2
o
m

MULTICHANNEL

BIOMEK i7/i5
BIOMEK iS5
BIOMEK FX*
HYBRID
MULTICHANNEL
BIOMEK NX*
SPAN-8
BIOMEK 4000

BIOMEK i7
HYBRID
SPAN-8

Hlumina Nextera® DNA Flex Library Prep Kit &
Hlumina Nextera® XT @
Hlumina TruSeg* DNA PCR-Free 1oy = = [ ]
Hlumina TruSeqg® Nano DNA N n [ ]
Hlumina TruSeq® Custom Amplicon Low Input Kit i
KAPA Hyper Prep Library Prep Kit for lllumina NG5S A
KAPA HyperPlus Library Prep Kit for lllumina NG5S A
BACK
NEB NEBNext* Ultra DNA for lllumina NGS (ChiP-seq and HLA) [ |
NEB NEENext® Ultra || DNA Kit for lllumina NGS5 [ =
Rubicon Genomics ThruPLEX* Plasma-seq Kit for lllumina NGS u @
Swift Biosciences Accel - NGS* 25 Plus DNA Library Kit for Ilumina NGS [ |

HOME
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Transcriptome Sequencing

Automation of entire workflows, from extraction to sequence-ready libraries, on-deck
normalization and pooling options.

LTy ) Sy Sy S ) )

Depletion/ Cleanup Fragment First Strand Second Strand  Cleanup A-tailing Ligate Adaptors Cleanup Amplify Cleanup Normalize
Enrichment Synthesis Synthesis and Indices

« Modularity, ease of use and flexibility

« Optional advanced on-deck thermocycling to increase walk-away time

o Ability to customize adaptor assignments in Biomek Software

e |nformation management
« Faster processing with multichannel selective tip pipetting @

« Advanced process control (e.q., temperature control, shaking)

 Reduce particle contamination via optional enclosures and HEPA Tfilters BACK
« Demonstrated Method Interface provides ease of use and flexibility
« A portfolio of demonstrated methods available

HOME
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Modularity, Ease of Use
and Flexibility

Options of complete walk-away or logical Start and Stop points assighed based on
vendor recommendations, providing flexibility in scheduling.

Purify and Fragment RNA . ) ) i
lllumina®TruSeq Stranded mRNA Library Preparation
' Optimized for Biomek iSeries Automated by Beckman Coulter, Inc
Method Options

First Strand Synthesis Enter Number of Samples:| 96 1-86 samples

Use On-Deck Thermocycler? No

A 4

Second Strand Synthesis Perform cDNA Synthesis? ¥ E na b I ed

Perform mRNA Purification? ¢

ds cDNA Cleanup
A-tailing and Adapter Ligation
' & s
COULTER
Post-Ligation Cleanup

Enrichment PCR and
Post-PCR Cleanup

Perform Atailing, Adaptor Ligation, and Post Ligation Cleanup Procedure? ¥

Pause to Place Adaptor Labware on Deck? ¢ M Od u Ia rlty

Adaptor Transfer Option: | lllumina RAP Plate

Adaptor Transfer Option: | Automatic Adaptor Transfer v |

Perform PCR Setup and Post PCR Cleanup? ¢

‘ > Start run ‘ ‘ B Abort ‘

&

@ llumina® approved stop/start points

Hlumina® TruSeqg Stranded MmRNA library
oreparation kit workflow on Biomek i7 BACK HOME
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Demonstrated Methods

Our growing portfolio of Biomek-automated RNA sequencing
sample prep methods are demonstrated to generate quality data
using real-world samples, and includes a growing number of
lllumina®-qualified NGS methods.

DEMONSTRATED METHOD

BIOMEK FX{P/NXP
MULTICHANNEL

-
i
Z
Z
!
I
=
&
>
2

BIOMEK NXF
SPAN-8
BIOMEK 4000

Ty}
=
4
m
2
Q
o

BIOMEK i7
HYBRID
BIOMEK i5
SPAN-8
BIOMEK FX*
HYBRID

Hlumina TruSeg* RNA v2

lllumina TruSeq® RNA Access N a

Hlumina TruSeqg* Stranded mRNA n i

llumina TruSeqg® Strandead Total RNA ] &

NEB NEBNext* Small RNA Kit for lllumina NGS U

NEB NEENext* Ultra Directional RNA Library Kit for lHumina NGS m BACK

)
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BECKMAN
Target Capture Protocols

Automation of entire workflows, from extraction to sequence-ready libraries, on-deck
normalization and pooling options.

B omimimimininintncntE

Fragmentation Cleanup End Repair A-tailing Ligate Adaptors Cleanup Amplify Cleanup Hybridize Capture Amplify Pool
and Indices

« Modularity, ease of use and flexibility

 Optional advanced on-deck thermocycling to increase walk-away time

o Ability to customize adaptor assignments in Biomek Software

e |nformation management
« Faster processing with multichannel selective tip pipetting @

« Advanced process control (e.q., temperature control, shaking)

 Reduce particle contamination via optional enclosures and HEPA Tfilters BACK
« Demonstrated Method Interface provides ease of use and flexibility
« A portfolio of demonstrated methods available

HOME
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Modularity, Ease of Use
and Flexibility

Logical Start and Stop points assighed based on vendor recommendations, providing
flexibility in scheduling.

Beckman Coulter

llumina®TruSeq RNA Access Library Preparation

Optimized for Biomek iSeries Automated by Beckman Coulter, Inc

Fragment RNA
First Strand Synthesis First Capture

Second Strand Synthesis Second Hybridization

Adenylation Second Capture

Method Options

Select a method to run | Hybridization Capture v |

Use On-Deck Thermocycler? | No v

CHG

Enter Number of 4-plex pools: j2-e1 1-24 4-plex pools

Perform Library Pooling Procedure? |

.

Perform First Hybridization/Capture Procedure? | E n a b I ed
perform Second HybridizatonyCapture Procedure? @ Modularity

Perform Enrichment PCR Setup Procedure?

Perform Enrichment PCR Cleanup Procedure? ||

Adaptor Ligation glae%tll:l"lf)
‘ b Start run . Abort
First PCR & Cleanup Second PCR e
COULTER

PCR Cleanup

First Hybridization

:‘. &

|llumina® approved stop/start points . .
@ Hlumina® TruSeg RNA Access library

oreparation kit workflow on Biomek i7 BACK HOME
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Our growing portfolio of Biomek-automated target/exome
capture sample prep methods are demonstrated to generate
quality data using real-world samples, and includes a growing
number of lllumina®-qualified NGS methods.

DEMONSTRATED METHOD

BIOMEK i7
HYBRID
BIOMEK i7/i5
MULTICHANNEL

Agilent HaloPlex™ Target Enrichment - lon Torrent

Agilent SureSelect XT*

Epicentre ScriptSeg® Complete Gold Low Input

Hlumina Nextera® Rapid Capture

Hlumina TruSeqg* Exome i

Hlumina TruSeg* Rapid Exome

Roche Nimblegen SegCap EZ* for lllumina NGS

BIOMEK FXP/NX?
MULTICHANNEL
BIOMEK NX*

BIOMEK FX*
SPAN-B

HYBRID
I BIOMEK 4000

w

BACK
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BECKMAN

Disclosures &

Copyright Statements

©2018 Beckman Coulter, Inc.

stvlized logo, and the Beckman Coulter product anc

mentioned herein are the trade

Biomek Automated Workstations are not intended or validated for use In
the diagnosis of disease or other conditions.
genomic reagent kits are for research use only.

Beckman Coulter Life Sciences

All rights reserved. Beckman Coulter, the

Marks or registered trademarks of

Coulter, Inc. In the L

Nited States and other countries.

service marks

Beckman

All other trademarks are the property of the their respective owners.

NS
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